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TEACHING  
August 2023 
Invited Lecturer, ISFG Virtual Summer School 2023: Biogeographical ancestry interpretation – Advanced 
 
November 2022 – Course Organizer and Lecturer, PhD course 
Population genetics and forensic analysis – University of Copenhagen 
 
September 2022 – Invited Talk, Postgraduate course 
Ancestry and Genealogy in a Forensic Context – Ciência ao Meio Dia, State University of Rio de Janeiro, Brazil  
 
August 2022 – Invited Lecturer, Forensic Genetics and Massively Parallel Sequencing MSc Summer course 
Haploid markers and Genealogy – University of Copenhagen 
 
April 2022 – Invited Talk, National Genome Center 
How and why can we use genetics to predict origin? – National Genome Center, Copenhagen, Denmark 
 
Since October 2021 – Course Organizer and Lecturer – PhD course 
Population genetics and forensic analysis 
University of Copenhagen 
 
Since June 2021 – Invited Lecturer, Forensic Genetics – MSc course 
Genetic ancestry in a forensic context 
University Institute of Health Sciences, CESPU, Portugal 
 
Since April 2021 – Invited Lecturer, Forensic Genetics – BSc course 
Genetic ancestry in a forensic context  
University Institute of Health Sciences, CESPU, Portugal 
 
December 2016 – Invited Talk – Postgraduate course 
Ancestry and Forensic Genetics 
State University of Rio de Janeiro, Brazil  
 
Since August 2014 – Invited Lecturer, Forensic GeoBiology – MSc course 
Ancestry in forensic genetics  
DNA Sequencing 
Introduction to Population 
Molecular Techniques 
Challenging DNA samples  
University of Copenhagen
 
LANGUAGE SKILLS  
Language - Reading - Writing - Conversation 
Portuguese - Native - Native - Native 
English - Excellent - Excellent - Excellent 
French - Excellent - Good -Good 
Spanish - Excellent - Good - Good 
Italian - Excellent - Good - Good 
Danish - Good - Good - Good


